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4 <110> APPLICANT: Gantier, Rene 

5 Guyon, Thierry 

6 Drittanti, Lila 

7 Vega, Manuel 

9 <120> TITLE OF INVENTION: Rational Evolution of Cytokines for Higher Stability, the 
Cytokines 

10 Encoding Nucleic Acid Molecules 

12 <130> FILE REFERENCE: 38751-922 

14 <140> CURRENT APPLICATION NUMBER: 10/658, 834B 

15 <141> CURRENT FILING DATE: 2003-09-08 

17 <150> PRIOR APPLICATION NUMBER: 60/457,135 

18 <151> PRIOR FILING DATE: 2003-03-21 

20 <150> PRIOR APPLICATION NUMBER: 60/409,898 

21 <151> PRIOR FILING DATE: 2002-09-09 
23 <160> NUMBER OF SEQ ID NOS : 1306 

25 <170> SOFTWARE: Fast SEQ for Windows Version 4.0 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 165 

2 9 <212> TYPE: PRT 
30 <213> ORGANISM: Homo sapiens 

32 <400> SEQUENCE: 1 

33 Cys Asp Leu Pro Gin Thr His Ser Leu Gly Ser Arg Arg Thr Leu Met 

34 1 5 10 15 

35 Leu Leu Ala Gin Met Arg Arg lie Ser Leu Phe Ser Cys Leu Lys Asp 

36 20 25 30 

3 7 Arg His Asp Phe Gly Phe Pro Gin Glu Glu Phe Gly Asn Gin Phe Gin 

38 35 40 45 

39 Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin He Phe 

40 50 55 60 

41 Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 

42 65 70 75 80 

43 Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 

44 85 90 95 

45 Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 

46 100 105 110 

47 Glu Asp Ser He Leu Ala Val Arg Lys Tyr Phe Gin Arg He Thr Leu 

48 115 120 125 

49 Tyr Leu Lys Glu Lys Lys Tyr Ser Pro Cys Ala Trp Glu Val Val Arg 

50 130 135 140 

51 Ala Glu lie Met Arg Ser Phe Ser Leu Ser Thr Asn Leu Gin Glu Ser 

52 145 150 155 160 

53 Leu Arg Ser Lys Glu 

54 - 165 

55 <210> SEQ ID NO: 2 
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56 

<211> LENGTH: 165 













<212> TYPE: 

PRT 













58 

<213> ORGANISM: 

Artificial Sequence 








D v 

<220> FEATURE: 













D -L 

<223> OTHER 

INFORMATION: 

: D2A Mutant 

IFN- 

■alpha 2b 




D J 

<4 00> SEQUENCE: 

2 












D 1 

Cys 

Ala 

Leu 

Pro 

Gin 

Thr 

His 

Ser 

Leu 

Gl v 

Ser 

Arg 

Arg 

Thr 

Leu 

Met 


1 




5 





10 





15 


D D 

Leu 

Leu 

Ala 

Gin 

Met 

Ara 

At a 

He 

Ser 

Leu 

Phe 

Ser 

Cys 

Leu 

Lys Asp 

D / 




z, yj 





25 





30 



D O 

Arg 

His 

Asp 

Phe 

uiy 

true 

Prn 
ex. \J 

m n 

Vj J. 11 


Glu 

Php 

rue 

m v 

uiy 

Asn 

Gin 

Phe 

Gin 




35 





40 





45 




an 

/ u 

Lys 

Ala 

Glu 

Thr 

He 


Val 

T.<=*i i 
uc u. 

His 

OX U. 

Met 

He 

Gin 

Gin 

Tip 

lie 

.truer 

"7 1 


50 










6 0 





79 

Asn 

Leu 

Phe 

Ser 

Thr 

Lys 

Asp 

Ser 

Ser 

Ala 

Ala 


Asp 

Glu 

Thr 

Leu 


65 





70 










o u 


Leu 

Asp 

Lys 

Phe 

Tyr 

Thr 

Glu 

Leu 

Tyr 

m n 

Gin 

Leu 

Asn Asp 

Leu 

Glu 






85 










95 


/ D 

Ala 

Cys 

Val 

He 

Gin 

Gly 

Val 

Gly 

Val 

J. 11X 

Glu 

Thr 

Pro 

Leu 

Met 

Lys 

77 




100 





105 





110 



/ O 

Glu 

Asp 

Ser 

He 

Leu 

Ala 

Val 

Arg 

Lys 

Tyr 

Phe 

Gin 

Arg 

He 

Thr 

Leu 

"7 Q 



115 





120 





125 




o u 

Tyr 

Leu 

Lys 

Glu 

Lys 

Lys 

Tyr 

Ser 

Pro 

Cys 

Ala 

Trp 

Glu 

Val 

Val 

Arg 

O J. 


130 





135 





140 





Q "7 

oz 

Ala 

Glu 

He 

Met 

Arg 

Ser 

Phe 

Ser 

Leu 

OCX 

Thr 

Asn 

Leu 

Gin 

Glu 

Ser 

ft "3 

145 





150 





155 





160 


Leu 

Arg 

Ser 

Lys 

Glu 












ft ^ 





165 












86 

<210> SEQ ID NO 

: 3 












87 

<211> LENGTH: 165 












88 

<212> TYPE: 

PRT 













89 

<213> ORGANISM: 

Artificial Sequence 








91 

<22 0> FEATURE: 













92 

<223> OTHER 

INFORMATION 

: P4A Mutant 

IFN- 

-alpha 2b 




94 

<400> SEQUENCE: 

3 












95 

Cys Asp 

Leu 

Ala 

Gin 

Thr 

His 

Ser 

Leu 

Gly 

Ser Arg Arg 

Thr 

Leu 

Met 

96 

1 




5 





10 





15 


97 

Leu 

Leu 

Ala 

Gin 

Met 

Arg Arg 

He 

Ser 

Leu 

Phe 

Ser 

Cys 

Leu 

Lys Asp 

98 




20 





25 





30 



99 

Arg 

His 

Asp 

Phe Gly 

Phe 

Pro 

Gin 

Glu 

Glu 

Phe 

Gly Asn Gin 

Phe 

Gin 

100 


35- 





40 





45 





101 Lys Ala Glu Thr He Pro Val Leu His Glu Met He Gin Gin Ile^Phe 

102 50 55 60 

103 Asn Leu Phe Ser Thr Lys Asp Ser Ser Ala Ala Trp Asp Glu Thr Leu 

104 65 70 * 75 80 

105 Leu Asp Lys Phe Tyr Thr Glu Leu Tyr Gin Gin Leu Asn Asp Leu Glu 

106 85 90 95 

107 Ala Cys Val He Gin Gly Val Gly Val Thr Glu Thr Pro Leu Met Lys 

108 100 105 110 
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109 

Glu 

Asp 

Ser 

He 

Leu 

Ala 

Val 

Arg 

Lys 

Tyr 

Phe 

Gin 

Arq 

lie 

Thr 

Leu 

110 



115 





120 





125 




111 

Tyr 

Leu 

Lys 

Glu 

Lys 

Lys 

Tyr 

Ser 

Pro 

Cys 

Ala 

Trp 

Glu 

Val 

Val 

Arg 

112 


130 





135 





140 





113 

Ala 

Glu 

He 

Met 

Arg 

Ser 

Phe 

Ser 

Leu 

Ser 

Thr 

Asn 

Leu 

Gin 

Glu 

Ser 

114 

145 





150 





155 





160 

115 

Leu 

Arg 

Ser 

Lys 

Glu 












116 





165 












117 

<210> SEQ ID NO: 

: 4 












118 

<211> LENGTH: 165 












1 1 Q-' 
11-/ 

<212> TYPE: 

PRT 













120 

<213> ORGANISM: 

Art i f ic ial Sequence 








1 0 ? 
l^^ 

<22 0> FEATURE: 













123 

<223> OTHER 

INFORMATION; 

: Q5A Mutant 

IFN- 

-alpha 2b 




1 oc 

1Z Zj 

<400> SEQUENCE: 

4 












126 

Cys 

Asp 

Leu 

Pro 

Ala 

Thr 

His 

Ser 

Leu 

Glv 



7\ -yet 

Thr 

Leu 

Met 

107 

1 




5 





10 





15 


128 

Leu 

Leu 

Ala 

Gin 

Met 

Arg 

Arg 

He 

Ser 

Leu 

Phe 

Ser 

Cys 

Leu 

Lvs 

Asp 

1 OQ 




20 





25 





30 



130 

Arg 

His 

Asp 

Phe 

Gly 

Phe 

Pro 

Gin 

Glu 

Glu 

Phe 

Gly 

Asn 

Gin 

Phe 

Gin 




35 





40 





45 




1 TO 

Lys 

Ala 

Glu 

Thr 

He 

Pro 

Val 

Leu 

His 

Glu 

Met 

He 

Gin 

Gin 

He 

Phe 

17 7 
X J J 


50 





55 





60 





134 

Asn 

Leu 

Phe 

Ser 

Thr 

Lys 

Asp 

Ser 

Ser 

Ala 

Ala 

Trp 

Asp 

Glu 

Thr 

Leu 

135 

65 





70 





75 





80 

136 

Leu 

Asp 

Lys 

Phe 

Tyr 

Thr 

Glu 

Leu 

Tyr 

Gin 

Gin 

Leu 

Asn 

Asp 

Leu 

Glu 

137 





85 





90 





95 


138 

Ala 

Cys 

Val 

He 

Gin 

Gly 

Val 

Gly 

Val 

Thr 

Glu 

Thr 

Pro 

Leu 

Met 

Lvs 

139 




100 





105 





110 



140 

Glu 

Asp 

Ser 

He 

Leu 

Ala 

Val 

Arg 

Lys 

Tvr 

Phe 

Gin 

Arg 

He 

Thr 

Leu 

141 



115 





120 





125 




142 

Tyr 

Leu 

Lys 

Glu 

Lys 

Lys 

Tyr 

Ser 

Pro 

Cys 

Ala 

Trp 

Glu 

Val 

Val 

Arg 

143 


130 





135 





140 





144 

Ala 

Glu 

He 

Met 

Arg 

Ser 

Phe 

Ser 

Leu 

Ser 

Thr 

Asn 

Leu 

Gin 

Glu 

Ser 

145 

145 





150 





155 





160 

146 

Leu 

Arg 

Ser 

Lys 

Glu 












147 





165 












148 

<210> SEQ ID NO: 

: 5 












149 

<211> LENGTH: 165 












150 

<212> TYPE: 

PRT 













151 

<213> ORGANISM: 

Artificial : 

Sequence 








153 

<22 0> FEATURE: 













154 

<223> OTHER 

INFORMATION 

: T6A Mutant 

IFN-alpha 2b 




156 

<4 00> SEQUENCE: 

5 












157 

Cys 

Asp 

Leu 

Pro 

Gin 

Ala 

His 

Ser 

Leu 

Gly Ser Arg Arg 

Thr 

Leu 

Met 

158 

1 




5 





10 





15 


159 

Leu 

Leu 

Ala 

Gin 

Met 

Arg 

Arg 

He 

Ser 

Leu 

Phe 

Ser 

Cys 

Leu 

Lys 

Asp 

160 




20 





25 





30 



161 

Arg 

His 

Asp 

Phe 

Gly 

Phe 

Pro 

Gin 

Glu 

Glu 

Phe Gly Asn 

Gin 

Phe 

Gin 
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162 



35 





40 





45 




163 

Lys 

Ala 

Glu 

Thr 

lie 

Pro 

Val 

Leu 

His 

Glu 

Met 

He 

Gin 

Gin 

He 

Phe 

164 


50 





55 





60 





165 

Asn 

Leu 

Phe 

Ser 

Thr 

Lys 

Asp 

Ser 

Ser 

Ala 

Ala 

Trp 

AT 

Asp 

Glu 

Thr 

Leu 

166 

65 





70 





75 





80 

16 7 

Leu 

Asp 

Lys 

Phe 

Tvr 

Thr 

Glu 

Leu 

Tvr 

Gin 

Gin 

Leu 

Asn Asp 

Leu 

Glu 

16 8 





85 





90 





95 


x kj y 

Ala 

Cys 

Val 

He 

Gin 

Glv 

Val 

Gly 

Val 

Thr 

Glu 

Thr 

Pro 

Leu 

Met 

Lys 

170 




100 





105 





110 



1 71 
J. / X 

Glu 

Asp 

Ser 

He 

Leu 

Ala 

Val 

Arg 

Lys 


Phe 

Gin 

Arg 

Hp 

Thr 

Leu 

1 79 



115 





120 





125 




1 77 

Tyr 

Leu 

Lys 

Glu 

Lys 

Lys 

Tyr 

Ser 

Pro 

Cys 

Ala 

Trp 

Glu 

Val 

Val 

Arg 

1 74 


130 





135 





140 





X / D 

Ala 

Glu 

He 

Met 

Arg 

Ser 

Phe 

Ser 

Leu 

Ser 

Thr 

Asn 

Leu 

Gin 

Glu 

Ser 

1 7 6 
J. / o 

145 





150 





155 





160 

T 7 7 

Leu 

Arg 

Ser 

Lys 

Glu 












1 7 ft 





165 












± / y 

<210> SEQ ID NO: 

: 6 













<211> LENGTH: 165 













<212> TYPE: 

PRT 













1 ft7 

<213> ORGANISM: 

Art i f ic ial Sequence 








1 ft.4 
_L O *t 

<22 0> FEATURE: 













1 ft R 

<223> OTHER 

INFORMATION: 

: H7A Mutant 

IFN- 

-alpha 2b 




T ft 7 

_L o / 

<400> SEQUENCE: 

6 












1 ft ft 
± o o 

Cys 

Asp 

Leu 

Pro 

Gin 

Thr 

Ala 

Ser 

Leu Gly 

Ser 

Arg 

Arg 

Thr 

Leu 

Met 

T ft Q 

1 




5 





10 







1 JU 

Leu 

Leu 

Ala 

Gin 

Met 

Arg 

Arg 

He 

Ser 

Leu 

Phe 

Ser 

Cys 

Leu 

Lys 

Asp 

1 Q1 
J. ± 




20 





25 





30 



192 

Arg 

His 

Asp 

Phe 

Gly 

Phe 

Pro 

Gin 

Glu 

Glu 

Phe 

Gly 

Asn 

Gin 

Phe 

Gin 

1 Q7 



35 





40 





45 




1 Qd 

X -3 *± 

Lys 

Ala 

Glu< Thr 

He 

Pro 

Val 

Leu 

His 

Glu 

Met 

He 

Gin 

Gin 

He 

Phe 

1 Q C 

jl y D 


50 





55 





60 





196 

Asn 

Leu 

Phe 

Ser 

Thr 

Lys 

Asp 

Ser 

Ser 

Ala 

Ala 

Trp 

Asp 

Glu 

Thr 

Leu 

197 

65 





70 





75 





80 

198 

Leu 

Asp 

Lys 

Phe 

Tyr 

Thr 

Glu 

Leu 

Tyr 

Gin 

Gin 

Leu 

Asn Asp 

Leu 

Glu 

199 





85 





90 





95 


200 

Ala 

Cys 

Val 

He 

Gin 

Gly 

Val 

Gly Val 

Thr 

Glu 

Thr 

Pro 

Leu 

Met 

Lys 

201 




100 





105 





110 



202 

Glu 

Asp 

Ser 

He 

Leu 

Ala 

Val 

Arg 

Lys 

Tyr 

Phe 

Gin 

Arg 

He 

Thr 

Leu 

203 



115 





120 





125 




204 

Tyr 

Leu 

Lys 

Glu 

Lys 

Lys 

Tyr 

Ser 

Pro 

Cys 

Ala 

Trp 

Glu 

Val 

Val 

Arg 

205 


130 





135 





140 





206 

Ala 

Glu 

He 

Met 

Arg 

Ser 

Phe 

Ser 

Leu 

Ser 

Thr 

Asn 

Leu 

Gin 

Glu 

Ser 

207 

145 





150 





155 





160 


208 Leu Arg Ser Lys Glu 

209 165 

210 <210> SEQ ID NO: 7 

211 <211> LENGTH: 165 

212 <212> TYPE: PRT 
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213 <213> ORGANISM: Artificial Sequence 

215 <220> FEATURE: 

216 <223> OTHER INFORMATION: S8A Mutant IFN-alpha 2b 
218 <400> SEQUENCE: 7 


219 

Cys 

Asp 

Leu 

Pro 

Gin 

Thr 

His 

Ala 

Leu 

Glv 

Ser 

Arcr 

Arcr 

Thr 

Leu 

Met 


i 

X 




5 





10 





15 


*L 1 

LlC Li 

l_iC Li 

Ala 

Gin 

Met 

Arg 

Arg 

He 

Ser 

Leu 

Phe 

Ser 

Cys 

Leu 

Lys 

Asp 

£, £t £, 




20 





25 





30 



223 

At a 

His 

Asp 

Phe 

Glv 

Phe 

Pro 

Gin 

Glu 

Glu 

Phe 

Glv 

Asn 

Gin 

Phe 

Gin 

994. 



7 R 





40 





45 




99 ^ 

Z Z O 

Lys 

Ala 

Glu 

Thr 

lie 

riv 

Val 

Leu 

His 

Glu 

Met 

He 

Gin 

Gin 

He 

Phe 

9 9^ 


50 















ZZ / 

Asn 

Leu 

Phe 

Ser 

Thr 

Lys 

Asp 

OCX 

OCX. 

rila 

nia 

irp 

A on 
nop 

\J X Li 

Thr 

Leu 

99 ft 
z z o 

65 





70 





75 





80 


Leu 

Asp 

Lys 

Phe 

Tyr 

Thr 

Glu 

Leu 

Tyr 

\JJLlL 

dl n 

VJlil 

LlC Li 


7\ en 

LlC Li 

Glu 

9 7 n 





85 










95 


9 7 1 
Z J> i 

Ala 

Cys 

Val 

He 

Gin 

Gly 

Val 

Gly 

Val 

Thr 

Glu 

Thr 

Pro 

Leu 

Met 

Lys 

9 7 9 




100 





105 





110 



Zjj 

Glu 

Asp 

Ser 

He 

Leu 

Ala 

Val 

Arg 

Lys 

±yr 

Phe 

Gin 

Arg 

Tip 

11C 

J. ii JL 

•LlC Li 

Z j^i 



115 





120 





125 




Z J J 

Tyr 

Leu 

Lys 

Glu 

Lys 

Lys 

Tyr 

Ser 

Pro 

v»y o 

Ala 

Trp 

Glu 

val 

val 

Arg 

9 7 


130 





135 





140 






Ala 

Glu 

He 

Met 

Arg 

Ser 

Phe 

Ser 

Leu 

oc -L 

Thr 

Asn 

Leu 

Gin 

U1U 

Ser 

/jo 

145 





150 





155 





160 

O 7 Q 
ZJ3 

Leu 

Arg 

Ser 

Lys 

Glu 












z *± u 





165 












7 ZL 7 
z4z 

<210> SEQ ID NO: 

: 8 












243 

<211> LENGTH: 165 












944 

<212> TYPE: 

PRT 













245 

<213> ORGANISM: 

Artificial Sequence 








247 

<22 0> FEATURE: 













248 

<223> OTHER 

INFORMATION: 

: L9A Mutant 

IFN- 

-alpha 2b 




9 r n 

Z 

<400> SEQUENCE: 

8 












251 

Cys 

Asp 

Leu 

Pro 

Gin 

Thr 

His 

Ser 

Ala 

Gly 

Ser 

Arg 

Arg 

Thr 

Leu 

Met 

252 

1 




5 





10 





15 


253 

Leu 

Leu 

Ala 

Gin 

Met 

Arg 

Arg 

He 

Ser 

Leu 

Phe 

Ser 

Cys 

Leu 

Lys 

Asp 

254 




20 





25 





30 



255 

Arg 

His 

Asp 

Phe 

Gly 

Phe 

Pro 

Gin 

Glu 

Glu 

Phe 

Gly 

Asn 

Gin 

Phe 

Gin 

256 



35 





40 





45 




257 

Lys 

Ala 

Glu 

Thr 

He 

Pro 

Val 

Leu 

His 

Glu 

Met 

He 

Gin 

Gin 

He 

Phe 

258 


50 





55 





60 





259 

Asn 

Leu 

Phe 

Ser 

Thr 

Lys 

Asp 

Ser 

Ser 

Ala 

Ala 

Trp 

Asp 

Glu 

Thr 

Leu 

260 

65 





70 





75 





80 

261 

Leu 

Asp 

Lys 

Phe 

Tyr 

Thr 

Glu 

Leu 

Tyr 

Gin 

Gin 

Leu 

Asn Asp 

Leu 

Glu 

262 





85 





90 





95 


263 

Ala 

Cys 

Val 

He 

Gin 

Gly 

Val 

Gly 

Val 

Thr 

Glu 

Thr 

Pro 

Leu 

Met 

Lys 

264 




100 





105 





110 



265 

Glu 

Asp 

Ser 

He 

Leu 

Ala 

Val 

Arg 

Lys 

Tyr 

Phe 

Gin 

Arg 

He 

Thr 

Leu 

266 



115 





120 





125 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/658 , 834B 


DATE: 07/20/2005 
TIME: 13:55:25 


Input Set : N:\AMC\658834.txt 

Output Set: N:\CRF4\07202005\J658834B.raw 


Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <22 0> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:231; N Pos . 1,22 
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VERIFICATION SUMMARY DATE: 07/20/2005 

PATENT APPLICATION: US/10/658 , 834B TIME: 13:55:25 

Input Set : N:\AMC\658834.txt 

Output Set: N:\CRF4\07202005\J658834B.raw 

L:6720 M:283 W: Missing Blank Line separator, <300> field identifier 

L:7153 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7154 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7155 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7156 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7157 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7160 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:231 after pos . : 0 
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RAW SEQUENCE LISTING DATE: 07/18/2005 

PATENT APPLICATION: US/10/658 , 834B TIME: 14:11:38 

Input Set : N:\DA\pto.da.txt 

Output Set: N:\CRF4\07152005\J658834B.raw 

4 <110> APPLICANT: Gantier, Rene 

5 Guy on, Thierry 

6 Drittanti, Lila 

7 Vega, Manuel 

9 <120> TITLE OF INVENTION: Rational Evolution of Cytokines for Higher Stability, the 
Cytokines 

10 Encoding Nucleic Acid Molecules 

12 <130> FILE REFERENCE: 38751-922 

14 <140> CURRENT APPLICATION NUMBER: 10/658, 834B 

15 <141> CURRENT FILING DATE: 2003-09-08 

17 <150> PRIOR APPLICATION NUMBER: 60/457,135 

18 <151> PRIOR FILING DATE: 2003-03-21 

20 <150> PRIOR APPLICATION NUMBER: 60/409,898 

21 <151> PRIOR FILING DATE: 2002-09-09 
23 <160> NUMBER OF SEQ ID NOS : 1306 

25 <170> SOFTWARE: FastSEQ for Windows Version 4.0 ~ Wfc uu t//SffQg^ I^qqq 

ERRORED SEQUENCES 

38737 <210> SEQ ID NO: 1306 

38738 <211> LENGTH: 41 

38739 <212> TYPE: DNA 

38740 <213> ORGANISM: Artificial Sequence 

38742 <220> FEATURE: 

38743 <223> OTHER INFORMATION: primer reverse IFNA-E159Q 

38745 <400> SEQUENCE: 1306 

38746 aacatatgtg tgatctgcct caaacccaca gcctgggtag c 41 
E--> 38748/ll5>~^ 
E--> 38751 114 \ 
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VERIFICATION SUMMARY DATE: 07/18/2005 

PATENT APPLICATION: US/10/658 , 834B TIME: 14:11:42 

Input Set : N:\DA\pto.da.txt 

Output Set: N:\CRF4\07152005\J658834B.raw 

L:7153 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7154 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7155 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7156 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7157 M:259 W: Allowed number of lines exceeded, <223> Other Information: 

L:7160 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:231 after pos . : 0 

L:38748 M:254 E: No. of Bases conflict, this line has no nucleotides. 
M:254 Repeated in SeqNo=1306 


file://C:\CRF4\Outhold\VsrJ658834B.htm 


7/18/05 


